I AEEM

EEXZF

T0-850

ERTWEET2T B2t
Phone, (B8-656-7021

Fax, DBB-656-7012

hitp:/fwwew tokushima-u,ac.jp

230
1 41 17.8% 11

BRCA1I 19 8.3 BRCAZ 8 3.5

6 2.6
2017 11 28 Oncotarget
1
5 40%
40
Keio
Women * s Health Biobank 2
230 DNA
79 75



HBOC
BRCA1  BRCAZ BRCA1/2 19 8.3

8 3.5

2.6 11 41 17.8
BRCAL1 / 2

1
2 3
high-grade serous ovarian cancer : HGSOC
1 2 HGSOC

ARERRD U 20l CENMLAALSY / L BEFRICH Y DM

BREQATL YRASR B xas

mﬁ#%t‘:;afn#—? m—p | - DAL O FRASRIAN

- izl e
2

American
College of Medical Genetics and Genomics; ACMG 4
BRCA1/2

Myriad 5

230

ENIGMA 6



STINT JSPS JP16K15618 JP17K19611

AMED
( ) Externally Sponsored Research

Oncotarget
Prevalence of pathogenic germline variants detected by multigene

sequencing in unselected Japanese patients with ovarian cancer

1
2 Keio Women ~ s Health
Biobank
3 1 2 1
50 2
25
4 ACMG Richards S . Standards and guidelines for the

interpretation of sequence variants: a joint consensus recommendation of
the American College of Medical Genetics and Genomics and the
Association for Molecular Pathology. Genet Med. 2015; 17(5): 405-24.

5 Myriad

6 ENIGMA Evidence-based Network for the Interpretation of Germline
Mutant Alleles BRCA1/2



088-633-7075
issehgen@tokushima-u.ac. jp




