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HE§ : Biosignatures are critical for monitoring therapy response and stratifying patient
groups in clinical trials. We are using proteomics and metabolomics platforms
combined with pathway analysis for biosignature discovery in mouse models for
anxiety, schizophrenia and posttraumatic stress disorder. Quantitative mass
spectrometry with °N-labeled tissue specimens as reference material is used to
identify differences in protein expression levels that are complemented with
metabolomics data for subsequent in silico analyses of affected pathways in specific
brain regions.

Another focus of our pathway discovery efforts has been the antidepressant
treatment response. We have studied antidepressants that target the monoaminergic
system to identify downstream pathways relevant for the actual therapeutic response
and to reveal novel drug targets. More recently we have extended our investigation to
a fast acting antidepressant that targets the glutamatergic system.

In an extension of our studies in mice we have also analyzed CSF patient
specimens in an attempt to complement DSM-based clinical information with
molecular biosignatures for more precise patient group stratification.
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