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Group 1

Drug-free major

depression (37)
(26 F & 11 M;
aged 43.2 = 16.3y. 0)

Drug-free major
depression (26)

(16F & 10 M)
HAMD: 21. = 7.4

Group 2

Healthy controls (91)

(63 F & 28 M;
aged 42.9 + 17.0y.0.)

Two-month treatment
with anti-depressants
(26)

HAMD: 6.0 = 6.4

Differentially expressed

genes

Benjamini multiple correction (p =
0.05) + mean expression levels
differed by > 1.5-fold

164 genes
(61 UP & 103 DOWN)

200 genes
(22 UP &178 DOWN)
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Benjamini-Hochberg multiple testing correction with cutoff p-value 0.05: 12,944 probes

Filtering by 2-fold change criteria: 74 up-regulated genes,
131 down-regulated genes
(90 genes encode ribosomal proteins)



B RH (CFS) LMMEBD B HOHRT

EODYTE4TDHEEND

CFS |: CFSHi ¥
(6,289)

CFS I ¥E5MEEMNGER | CFSIBXRICHEMEEDEE

(6,517) (6,216)
v

BARRILERMERIGT



BFAEC RIS R



BEAER. BRAERZH OBHORELETFHIE

Differentially expressed genes (control vs ASD: avaraged)

fold changes>2.0, p-value<0.05

MNormalized Intensity Values

28 probes
(25 genes)

ASDTHEEIZ2EFELULEEELTLM:

BE{EFIXASD motherTH & <{{LlF=
ASD @ control INFI—2TEIELTLNS
Mother Mother
(21)

(21)

Differentially expressed genes (control mother vs ASD mother: averaged)

fold changes>2.0, p-value<0.05

176 probes
(101 genes)

Mormalized Intensity WValues
=

21 ASD motherCEEIZ2E L EELLTULV:
BAZFIXASD THRL =/ 23— T

ASD ASD Control contro
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(Kuwano et al. PLoS One 2011)
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Differential expression of 16 genes (averaged)
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Micro RNAsEZ L ZRO—EX7

MiRNAs& [

1. ~2218FEH MDsmall, non-coding RNAs
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miR-14 mutant flies
miR-7 knockout flies
-miR-208-inactivated zebra fishes,
-mice deficient in miR-208
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(Katuura et al. Neurosci Lett 2011)
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Splicing Index

SMG- 1 RIZFO53EBBEG4ER NI ORXFHE 77 ITIL24 LPCRIZICTHE:R

Gene: SMG-1
01 /'\\/1 /\\\/AVA\//\\/\/N\//’\V /\V/\/\ /\v/ HEER
-0.2- - .
SERTR —E R
oa (control)
Probeset: 849355 Probeset: 849223
_0.6_
-0.81 :
Exon 33 Probeset: 849233 Exon63
1637-1684 ExonS3 3237-3661
2982-3045

QCRL DCRZ QCR3 insertion region l
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SMG-1 gene
C
@ 1.25
]
3 -Exon 33/ exon 32
2 ! -+Exon 53/ exon 54
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**P < 0,01, *P < 0.05
(Kurokawa et al. Neurosci Lett 2010)
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BN R 76 74 0 2| B 97.4 0.0
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